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Bioinformatics (ZBIT), Department of Cognitive Systems,
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• August 2006 - July 2007: Exchange student at Uppsala University,
Sweden

• October 2003 - December 2009: Studies of Bioinformatics at the University of Tübingen

 

Research Interests

My research focuses on machine learning, feature selection and statistical analysis in various
application fields, such as multiomics, cheminformatics, and automotive applications.
Particularly, I am interested in the following topics:

• Interpretable machine learning models for cheminformatic problems
• Visualization techniques for interpretable machine learning models
• Large scale learning in Chem-/Bioinformatics
• Statistical methods for the analysis of multiomics data
• Machine learning in automotive applications
• Machine learning in computer vision

 

Projects

Current:

• Machine learning algorithms/Proteochemometric models for multi-target drug
development

• Development of interpretable models for mining chemical databases
• Implementation of a (parallelized) machine learning library for large scale learning in

cheminformatics
• Improvement of optimal assignment methods for cheminformatic problems
• Kompetenznetz Diabetes mellitus: Statistical analysis of multiomics and development of a

central data management platform based on Plone

 

Finished:

• Simulation and prediction of engine parameters in coorperation with the Daimler AG

 

Software

• InCroMAP: Integrated analysis of Cross-platform MicroArray, Metabolomics and Pathway
data.
• OA Edge Optimization: Optimization and visualization of the edge weights in optimal
assignment methods for virtual screening
• jCompoundMapper: An open source Java library and command-line tool for chemical
fingerprints
• HeatmapColoring: Rudimentary tool for the visualization of chemical information contained in
models trained with LIBLINEAR

 

http://www.uu.se/
http://www.uu.se/
http://www.uni-tuebingen.de/
http://www.uni-tuebingen.de/


Awards and honors

• 2003: Award for outstanding work in mathematics by Otto-Hahn-Gymnasium Landau
(Secondary school).
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