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Background

• 10/1995 - 02/2001: Studies of Biology at Georg-August-University,
Göttingen, Germany, degree: Dipl.-Biologist

• 02/1998 - 03/1998: Internship at the MPI of Immunology, Freiburg,
Germany

• 08/1998 - 09/1998: Research assistant at the MPI of Immunology,
Freiburg, Germany

• 02/1999 - 03/1999: Internship at the MPI of Biophysical Chemistry, Göttingen, Germany
• 03/2000 - 02/2001: Diploma thesis at the MPI of Biophysical Chemistry, Göttingen,

Germany
• 03/2000 - 08/2001: Research assistant at the MPI of Biophysical Chemistry, Göttingen,

Germany
• 09/2001 - 10/2006: PhD student and research assistant at the Department of Computer

Architecture of Tübingen University, Germany

Research Interests

• Machine learning techniques in bioinformatics, in particular clustering
• Knowledge-based analysis of biological data (e.g. microarrays)
• Evolutionary Computation

Teaching

• Seminar: Data Mining in Bioinformatics (WS04/05)
• Excercises for the lecture: Neural Networks (SS04,SS05)
• Seminar: Internet-Multimedia-Standards (SS03)
• Seminar: Neuronal Networks and Evolutionary Algorithms in Bioinformatics (WS02/03)
• Seminar: Bioinformatic-Databases (SS02)

Projects

• BMBF-Project: NGFN 2 (National Genome Research Network): Explorative Project -
Inferring Genetic Networks from Gene Expression Data.

• BMBF-Project (terminated): TuebinGENome (Genome Research Network Tuebingen):
Functional Genomics of Infectious Disease Susceptibility, Bioinformatic methods for
microarray data analysis
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Gene Expression patterns of epithelial cells modulated by pathogenicity factors of Yersinia
enterocolitica
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Differential overexpression of interferon-associated genes during the innate and acute phase of
myocardial coxsackievirus B3 infection contributes to chronic myocarditis
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Upregulation of immunoproteasome gene expression during the acute phase of myocardial



coxsackievirus B3 infection contributes to chronic myocarditis
G. Szalay, S. Meiners, K. Klingel, S. Stefanovic, C. Spieth, N. Speer, K. Stangl, R. Kandolf
IUIS/ICI/FOCIS Congress, 19. - 23. July 2004, Montreal, USA

Genome-wide expression profiling reveals upregulation of host receptors and a strong
inflammatory Th1 response in African children with malaria
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Gene Expression of Human Macrophages in Response to Different Microbial Pathogens of
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W. Hoffmann, H. Schulz-Key, G. Szalay, A. Kraus, F. Götz, J. Löffler, H. Einsele, N. Speer, C.
Spieth, A. Zell, M. Bonin, G. Jahn, C. Sinzger
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Differential overexpression of immunoproteasome subunits during the innate and acute phase
of myocardial coxsackievirus B3 infection contributes to chronic myocarditis

G. Szalay, S. Meiners, K. Klingel, C. Spieth, N. Speer, K. Stangl, R. Kandolf
Jahrestagung der Gesellschaft für Virologie, 17. - 20. March 2004, Tübingen

Die differentielle Überexpression von Interferon-assoziierten Genen in der frühen und akuten
Phase der Enterovirusmyokarditis als Determinante für eine chronische Verlaufsform
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Symposium, 18. - 20. September 2003, Tübingen
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"Netzwerke unter der Lupe" (German only)
C. Spieth, N. Speer, and A. Zell
GenomXpress - Informationen der deutschen Genomforschung, pp. 4-6, September 2004

Thesis

Identifizierung und Charakterisierung von Genen mit einem spezifischen Expressionsmuster
während der Entwicklung des cerebralen Cortex der Maus
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