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BACKGROUND Pesticides are omnipresent diffuse environmental pollutants.
Their biodegradation in complex natural environments is often more
limited than expected from laboratory testing. Idealised experiments might neglect natural complexities such as the
heterogeneous distribution of microbes and standard kinetic degradation models might be oversimplified.
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describes quasi
steady-state substrate
dependent gene expression.

Models were calibrated by [4] with data provided by Baelum et al.l>l.
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